m m 



1/5 

FIG. 1 
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NUCLEOTIDE SEQUENCE 

>Protease C-E (SEQ. ID. NO. : 1) 

CGTTCCGCCTCCCAGGATAAAACCTGGGGCGACCTGCAGGGAACCTACACA 
CCCTGACCCGCATCGCCCTGGGTCTCTCGAGCCTGCTGCCTGCTCCCCCGC 
CCCACCAGCCATGGTGGTTTCTGGAGCGCCCCCAGCCCTGGGTGGGGGCTG 
TCTCGGCACCTTCACCTCCCTGCTGCTGCTGGCGTCGACAGCCATCCTCAA 
TGCGGCCAGGATACCTGTTCCCCCAGCCTGTGGGAAGCCCCAGCAGCTGAA 
CCGGGTTGTGGGCGGCGAGGACAGCACTGACAGCGAGTGGCCCTGGATCGT 
' GAGCATCCAGAAGAATGGGACCCACCACTGCGCAGGTTCTCTGCTCACCAG 
CCGCTGGGTGATCACTGCTGCCCACTGTTTCAAGGACAACCTGAACAAACC 
ATACGTGTTCTCTGTGCTGCTGGGGGCCTGGCAGCTGGGGAACCCTGGCTC 
TCGGTCCCAGAAGGTGGGTGTTGCCTGGGTGGAGCCCCACCCTGTGTATTC 
CTGGAAGG AAGGTGC C TGTGC AG AC ATTGC CC TGGTGCGTC TCGAGCGCTC 
CATACAGTTCTCAGAGCGGGTCCTGCCCATCTGCCTACCTGATGCCTCTAT 
CCACCTCCCTCCAAACACCCACTGCTGGATCTCAGGCTGGGGGAGCATCCA 
AGATGGAGTTCCCTTGCCCCACCCTCAGACCCTGCAGAAGCTGAAGGTTCC 
TATCATCGACTCGGAAGTCTGCAGCCATCTGTACTGGCGGGGAGCAGGACA 
GGGACCCATCACTGAGGACATGCTGTGTGCCGGCTACTTGGAGGGGGAGCG 
GGATGCTTGTCTGGGCGACTCCGGGGGCCCCCTCATGTGCCAGGTGGACGG 
CGCCTGGCTGCTGGCCGGCATCATCAGCTGGGGCGAGGGCTGTGCCGAGCG 
CAACAGGCCCGGGGTCTACATCAGCCTCTCTGCGCACCGCTCCTGGGTGGA 
GAAGATCGTGCAAGGGGTGCAGCTCCGCGGGCGCGCTCAGGGGGGTGGGGC 
CCTCAGGGCACCGAGCCAGGGCTCTGGGGCCGCCGCGCGCTCCTAGGGCGC 
AGCGGGACGCGGGGCTCGGATCTGAAAGGCGGCCAGATCCAGATCTGGATC 
TGGATCTGCGGCGGCCTCGGGCGGTTTCCCCCGCCGTAAATAGGCTCATCT 
ACCTCTACCTCTGGGGGCCCGGACGGCTGCTGCGGAAAGGAAACCCCCTCC 
CCGACCCGCCCGACGGCCTCAGGCCCCGCCTCCAAGGCATCAGGCCCCGCC 
CAACGGCCTCATGTCCCCGCCCCCACGACTTCCGGCCCCGCCCCCGGGCCC 
CAGCGCTTTTGTGTATATAAATGTTAATGATTTTTATAGGTATTTGTAACC 
CTGCCCACATATCTTATTTATTCCTCCAATTTCAATAAATTATTTATTCTCCA 

AA SEQUENCE 

>Protease C-E (SEQ . ID . NO . : 7 ) 

MWSGAPPALGGGCLGTFTSLLLLA^TAILNAARIPVPPACGKPQQLNRW 
GGEDSTDSEWPWIVSIQKNGTHHCAGSLLTSRWVITAAHCFKDNLNKPYLF 
SVLLGAWQLGNPGSRSQKVGVAWVEPHPVYSWKEGACADIALVRLERSIQF 
SERVLPICLPDASIHLPPNTHCWISGWGSIQDGVPLPHPQTLQKLKVPIID 
SEVCSHLYWRGAGQGPITEDMLCAGYLEGERDACLGDSGGPLMCQVDGAWL 
LAG 1 1 SWGEGC AERNRPGVY I SL S AHRSWVEK I VQGVQLRGRAQGGGALRA 
PSQGSGAAARS 
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FIG. 2 
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FIG. 4 



CONSTRUCT NUCLEOTIDE SEQUENCE 



>PFEK2-C-E-HIS ERI-HCII ( SEQ . ID . NO . : 2 ) 



GAATTCACCACCATGGACAGCAAAGGTTCGTCGCAGAAATCCCGCCTGCTC 
CTGCTGCTGGTGGTGTCAAATCTACTCTTGTGCCAGGGTGTGGTCTCCGAC 
TACAAGGACGACGACGACGTGGACGCGGCCGCTCTTGCTGCCCCCTTTGAT 
GATGATGACAAGATCGTTGGGGGCTATGCTCTAGAGGACAGCGAGTGGCCC 
TGGATCGTGAGCATCCAGAAGAATGGGACCCACCACTGCGCAGGTTCTCTG 
CTCACCAGCCGCTGGGTGATCACTGCTGCCCACTGTTTCAAGGACAACCTG 
AACAAACCATACCTGTTCTCTGTGCTGCTGGGGGCCTGGCAGCTGGGGAAC 
CCTGGCTCTCGGTCCCAGAAGGTGGGTGTTGCCTGGGTGGAGCCCCACCCT 
GTGTATTCCTGGAAGGAAGGTGCCTGTGCAGACATTGCCCTGGTGCGTCTC 
GAGCGCTCCATACAGTTCTCAGAGCGGGTCCTGCCCATCTGCCTACCTGAT 
GCCTCTATCCACCTCCCTCCAAACACCCACTGCTGGATCTCAGGCTGGGGG 
AGCATCCAAGATGGAGTTCCCTTGCCCCACCCTCAGACCCTGCAGAAGCTG 
AAGGTTCCTATCATCGACTCGGAAGTCTGCAGCCATCTGTACTGGCGGGGA 
GCAGGACAGGGACCCATCACTGAGGACATGCTGTGTGCCGGCTACTTGGAG 
GGGGAGCGGGATGCTTGTCTGGGCGACTCCGGGGGCCCCCTCATGTGCCAG 
GTGGACGGCGCCTGGCTGCTGGCCGGCATCATCAGCTGGGGCGAGGGCTGT 
GCCGAGCGCAACAGGCCCGGGGTCTACATCAGCCTCTCTGCGCACCGCTCC 
TGGGTGGAGAAGATCGTGCAAGGGGTGCAGCTCCGCGGGCGCGCTCAGGGG 
GGTGGGGCCCTCAGGGCACCGAGCCAGGGCTCTGGGGCCGCCGCGCGCTCC 
TCTAGACATCACCATCACCATCACTAGCGGCCGCTTCCCTTTAGTGAGGGT 
TAATGCTTCGAGCAGACATGATAAGATACATTGATGAGTTTGGACAAACCA 
CAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTA 
TTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTGAC 



FUSION PROTEIN 



>PFEK-C-E-HIS ( SEQ . ID . NO . : 8 ) 

MDSKGSSQKSfeLLLLLWSNLLLCQGWSDSfKDDDDVDAAALAAPFDDDDk 
IVGGYALEDSEWPWIVSIQKNGTHHCAGSLLTSRWVITAAHCFKDNLNKPY 
LFSVLLGAWQLGNPGSRSQKVGVAWVEPHPVYSWKEGACADIALVRLERSI 
QFSERVLPICLPDASIHLPPNTHCWISGWGSIQDGVPLPHPQTLQKLKVPI 
I DS EVC S HL YWRGAGQG P I TEDMLC AGYLEGERDACLGDSGGPLMCQV DGA 
WLLAGI I SWGEGCAERNRPGVYI SLSAHRS WVEKI VQGVQLRGRAQGGGAL 
RA P S QG S GAAARS S RHHHHHH 
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FIG. 5 
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Protease: PFEK-Protease C-E-HIS 



